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5 <110> APPLICANT: ORIGENE TECHNOLOGIES INC 

7 <120> TITLE OF INVENTION: CANCER GENES 

9 <130> FILE REFERENCE: 3U 9U 901 PCT 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/10/502,394 
C--> 11 <141> CURRENT FILING DATE: 2004-07-26 

11 <150> PRIOR APPLICATION NUMBER: US 10/054,935 

12 <151> PRIOR FILING DATE: 2002-01-25 

14 <150> PRIOR APPLICATION NUMBER: US 60/356,130 

15 <151> PRIOR FILING DATE: 2002-02-14 

17 <150> PRIOR APPLICATION NUMBER: US 10/102,946 

18 <151> PRIOR FILING DATE: 2002-03-22 

20 <150> PRIOR APPLICATION NUMBER: US 10/117,229 

21 <151> PRIOR FILING DATE: 2002-04-08 

23 <150> PRIOR APPLICATION NUMBER: US 10/144,198 

24 <151> PRIOR FILING DATE: 2002-05-14 

26 <150> PRIOR APPLICATION NUMBER: US 10/197,824 

27 <151> PRIOR FILING DATE: 2002-07-19 
29 <160> NUMBER OF SEQ ID NOS : 102 

31 <170> SOFTWARE: Patent In version 3.1 

33 <210> SEQ ID NO: 1 

34 <211> LENGTH: 6726 

35 <212> TYPE: DNA 

36 <213> ORGANISM: Homo sapiens 

38 <220> FEATURE: 

39 <221> NAME/KEY: CDS 

40 <222> LOCATION: (367) (5061) 

41 <223> OTHER INFORMATION: 
W--> 43 <400> 1 

44 gagaggaaca gggcaaacct ctgacttccg gcggcatttt gaggcggtcc tcctagcggc 
46 ctggtagtgt ttttgttgcc ttttcttaat ctacaatctc ttcgttattt ttcttcctgc 
48 gacccagttt cgcttgaccc tggagaggcg gcgggcgggt tggttctgct tctcagccat 
50 cccgggggct cctcgctagc caagagccgg ttcccgggag ccgcgcgcgc atcgctttct 
52 cctcgtcgtc gtcctcctgg gtccaggcgc ggggacagag tcgcctcccc cgctcctcgg 
54 agcggcggcg gcggtggtgc ctccggactg cacttgcgaa gggagcttgg ggaggaatag 

56 tacaaa atg tea aaa att aga agg aag gtc aca gtg gaa aat acc aag 

57 Met Ser Lys lie Arg Arg Lys Val Thr Val Glu Asn Thr Lys 

58 1 5 10 

60 act ata tct gat age aea tee ega aga ecc agt gta ttt gag agg ctt 

61 Thr lie Ser Asp Ser Thr Ser Arg Arg Pro Ser Val Phe Glii Arg Leu 

62 15 20 25 30 

64 gga ccc age act gge agt aca gea gag aea eag tge cgt aae tgg etg 

65 Gly Pro Ser Thr Gly Ser Thr Ala Glu Thr Gin Cys Arg Asn Trp Leu 

66 35 40 45 
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cga 


gaa 


gag 


ate 


cga 


gaa 


gat 


agg 


aat 


cca aga 


2808 


257 


Asp 


Arg 


Arg 


Glu 


Lys 


Arg 


Glu 


Glu 


He 


Arg 


Glu 


Asp 


Arg 


Asn 


Pro Arg 




258 




800 










805 










810 










260 


gat 


gga 


cat 


gat 


gaa 


aga 


aaa 


tea 


aag 


aag 


cgc 


tat 


aga 


aat 


gaa ggg 


2856 


261 


Asp 


Gly 


His 


Asp 


Glu 


Arg 


Lys 


Ser 


Lys 


Lys 


Arg 


Tyr 


Arg 


Asn 


Glu Gly 




262 


815 










820 










825 








830 
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agt 


ccc 


age 


cct 


aga 


cag 


tec 


ccg 


aag 


cgc 


egg 


egt 


gaa 


cat 


tct 


ccg 


•5 on A 


o c c 


Ser 


Pro 


Ser 


Pro 


Arg 




C A V 




Lys 


Arg 


Arg 


Arg 


Glu 


His 


Ser 


Pro 




o ^ ^ 
zoo 










Q C 
O J D 










Q A n 


















845 






268 


gac 


agt 


gat 


gcc 


f. ^ ^ 
cae 


aac 


age 


gga 


gac 


gac 


aaa 


aat 


gaa 


aaa 


cae 


aga 




o ^ o 


Asp 


Ser Asp Ala 


Tyr 


Asn 


Ser 


tjj.y 


Asp 


Asp 


Lys 


Asn 


Glu 


Lys 


His Arg 




270 








850 










o c c 
855 
















860 








272 


etc 


ttg 


age 


caa 


gtt 


gta 


ega 


cct 


caa 


gaa 


tct 


egt 


tct 


ett 


agt 


ccc 


3000 




Leu 


Leu 


Ser 


Gin 


vai 


vai 


Arg 


Pro 


ijin 


VjIU 


Ser 


Arg 


Ser 


Leu 


Ser 


Pro 




274 






865 










870 














875 












276 


teg 


cae 


etc 


aca 


gaa 


gac 


aga 


cag 


ggt 


aga 


tgg 


aaa 


gag 


gag 


gat 


egt 


3048 


2 77 


Ser 


His 


Leu 


Thr 


Glu 


Asp 


Arg 


Gin 


Gly 


Arg 


Trp 


Lys 


Glu 


Glu 


Asp Arg 




278 




880 










885 












890 
















280 


aaa 


cca 


gaa 


agg 


aaa 


gag 


agt 


tea 


agg 


cgc 


tac 


gaa 


gaa 


cag 


gaa 


etc 


3096 


281 


Lys 


Pro Glu Arg 


Lys 


Glu 


Ser 


Ser 


Arg 


Arg 


Tyr 


Glu 


Glu 


Gin 


Glu 


Leu 




282 


895 










900 










905 
















910 




284 


aag 


gag 


aaa 


gtt 


tct 


tct 


gta 


gat 


aaa 


cag 


aga 


gaa 


cag 


aca 


gaa 


ate 


3144 


285 


Lys 


Glu 


Lys 


Val 


Ser 


Ser 


Val 


Asp 


Lys 


Gin 


Arg 


Glu 


Gin 


Thr 


Glu 


-He 




286 










915 










920 


















925 






288 


ctg 


gaa 


age 


tea 


aga 


atg 


egt 


gca 


cag 


gac 


att 


ata 


gga 


cae 


cae 


cag 


3192 


289 


Leu 


Glu 


Ser 


Ser 


Arg 


Met 


Arg 


Ala 


Gin 


Asp 


He 


He 


Gly 


His 


His 


Gin 




290 








930 










935 
















940 








292 


tct 


gaa 


gat 


ega 


gag 


aca 


tct 


gat 


ega 


get 


eat 


gat 


gaa 


aac 


aag 


aag 


3240 


293 


Ser 


Glu Asp Arg 


Glu 


Thr 


Ser 


Asp 


Arg 


Ala 


His 


Asp 


Glu 


Asn 


Lys 


Lys 




294 






945 










950 














955 












296 


aaa 


gca 


aaa 


att 


caa 


aag 


aaa 


eca 


att 


aag 


aaa 


aag 


aaa 


gag 


gat 


gat 


3288 


297 


Lys 


Ala 


Lys 


He 


Gin 


Lys 


Lys 


Pro 


He 


Lys 


Lys 


Lys 


Lys 


Glu 


Asp Asp 




298 




960 










965 












970 
















300 


gtt 


gga 


ata 


gag 


agg 


ggt 


aac 


ata 


gag 


aca 


aca 


tct 


gaa 


gat 


ggt 


caa 


3336 


301 


Val 


Gly 


He 


Glu 


Arg 


Gly 


Asn 


He 


Glu 


Thr 


Thr 


Ser 


Glu 


Asp 


Gly Gin 




302 


975 










980 










985 
















990 




304 


gta 


ttt 


tea 


cca 


aaa 


aaa 


gga 


cag 


aaa 


aag 


aaa age att gaa aaa aaa 


3384 


305 


Val 


Phe 


Ser 


Pro 


Lys 


Lys 


Gly 


Gin 


Lys 


Lys 


Lys Ser He Glu Lys Lys 




306 










995 










1000 
















1005 




308 


egt 


aaa 


aaa 


tec 


aaa ggt gat tct gat att 


tct 


gat 


gaa 


gaa 


gca 


3429 


T n o 


Arg 


Lys 


Lys 


Ser 


Lys Gly Asp Ser Asp He 


Ser 


Asp 


Glu 


Glu 


Ala 




310 








1010 








1015 
















1020 






312 


gcc 


cag 


caa 


agt 


aag aag aaa aga ggc cca 


egg 


act 


ccc 


cct 


ata 


3474 




an a 
Ai.a 


Gin 


Gin 


Ser 


Lys Lys Lys Arg Gly Pro 


Arg 


Thr 


Pro 


Pro 


He 




314 








1025 








1030 
















1035 






316 


aca 


act 


aaa 


gag 


gaa ttg gtt gaa atg tge 


aat 


ggt 


aag 


aat 


ggt 


3519 


317 


Thr 


Thr 


Lys 


Glu 


Glu Leu Val Glu Met Cys 


Asn 


Gly 


Lys 


Asn 


Gly 




318 








1040 








1045 
















1050 






320 


att 


eta 


gag 


gac 


tec cag aaa aaa gaa gat 


aca 


gca 


tte 


agt 


gac 


3564 


321 


He 


Leu Glu Asp 


Ser Gin Lys Lys Glu Asp 


Thr 


Ala 


Phe 


Ser 


Asp 




322 








1055 








1060 
















1065 






324 


tgg 


tct 


gat 


gag 


gat gte cct gac egt aca 


gag 


gtg 


aca 


gaa 


gca 


3609 


325 


Trp 


Ser Asp Glu 


Asp Val Pro Asp Arg Thr 


Glu 


Val 


Thr 


Glu 


Ala 




326 








1070 








1075 
















1080 






328 


gag 


cat 


act 


gcc 


acc gcc aeg act cct ggt 


agt 


acc 


cct 


tct 


cct 


3654 
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L: 


1823 


M: 


258 


W: 


Mandatory 


Feature 


missing, 


<223> 


Blank 


for 


SEQ#: 


5,Line#:1821 


L: 


2330 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


7,Line#:2328 


L: 


2865 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


9,Line#:2863 


L: 


3164 


M: 


258 


W: 


Mandatory 


Feature 


missing, 


<223> 


Blank 


for 


SEQ#: 


ll,Line#:3162 


L: 


4615 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


13,Line#:4613 


L: 


5198 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


15,Line#:5196 


L: 


5425 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


17,Line#:5423 


L: 


5878 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


19,Line#:5876 


L: 


6289 


M: 


258 


W: 


Mandatory 


Feature 


missing, 


<223> 


Blank 


for 


SEQ#: 


21,Line#:6287 


L: 


6696 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


23,Line#:6694 


L: 


7585 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


25,Line#:7583 


L: 


8126 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


27,Line#:8124 


L: 


8319 


M: 


258 


W: 


Mandatory 


Feature 


missing. 


<223> 


Blank 


for 


SEQ#: 


29, Line*: 8317 



L: 


13696 


M: 


258 


W: 


Mandatory 


Feature missing, 


<223> 


Blank 


for 


SEQ# 


: 45 , Line# : 


13694 


L: 


15104 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:48,Line#: 


15102 


L: 


15491 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:50,Line#: 


15489 


L: 


17626 


M:258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:52,Line#: 


17624 


L: 


18115 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


: 54 , Line# : 


18113 


L: 


19146 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:56,Line#: 


19144 


L: 


20153 


M: 


258 


W: 


Mandatory 


Feature missing, 


<223> 


Blank 


for 


SEQ# 


:58,Line#: 


20151 


L: 


21204 


M:258 


W: 


Mandatory 


Feature missing, 


<223> 


Blank 


for 


SEQ# 


:60,Line#: 


21202 


L: 


21941 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:62,Line#: 


21939 


L: 


22794 


M: 


258 


W: 


Mandatory 


Feature missing, 


<223> 


Blank 


for 


SEQ# 


:64,Line#: 


22792 


L: 


22947 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


: 66 , Line# : 


22945 


L: 


23136 


M: 


258 


W: 


Mandatory 


Feature missing, 


<223> 


Blank 


for 


SEQ# 


:68,Line#: 


23134 


L: 


23357 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:70,Line#: 


23355 


L: 


23678 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:72,Line#: 


23676 


L: 


24261 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:74,Line#: 


24259 


L: 


26558 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:86,Line#: 


26556 


L: 


26665 


M: 


258 


W: 


Mandatory 


Feature missing, 


<223> 


Blank 


for 


SEQ# 


:88,Line#: 


26663 


L: 


29331 


M: 


258 


W: 


Mandatory 


Feature missing. 


<223> 


Blank 


for 


SEQ# 


:95,Line#: 


29329 


L: 


29968 


M: 


258 


W: 


Mandatory 


Feature missing, 


<223> 


Blank 


for 


SEQ# 


:99,Line#: 


29966 
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